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Abstract This paper summarizes the latest progress in the research and application of biological control of crop
diseases and insect pests in China in recent five years, including biological control of crop insect pests, diseases
(fungi, bacteria and viruses) and nematodes, plant immunity and insect sex pheromones, and the application of
new methods and technologies in the control of crop diseases and insect pests. At the same time, as compared with
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discussed, and the countermeasures were suggested.
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